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Rhizobium_rhizogenes_K84_

Nautella_italica_R11_

Caulobacter_crescentus_CB15_

Brucella_melitensis_M28_

Anaplasma_marginale_Puerto_Rico_
Ehrlichia_canis_Jake_

Methylobacterium_populi_BJ001_

Asticcacaulis_excentricus_CB_48_

Roseovarius_TM1035_

Octadecabacter_antarcticus_307_

Nitrobacter_hamburgensis_X14_

Sphingomonas_wittichii_RW1_

Rhodobacter_sphaeroides_WS8N_

Maritimibacter_alkaliphilus_HTCC2654_

Ensifer_medicae_WSM419_

Rhodobacterales_HTCC2150_Loktanella_CCS2_

Caulobacter_segnis_ATCC_21756_

Agrobacterium_ATCC_31749_

Xanthobacter_autotrophicus_Py2_

Roseovarius_nubinhibens_ISM_

Xanthomonas_campestris_8004_

Rickettsia_canadensis_McKiel_

Glaucocystis_nostochinearum_mitochondrion_

Candidatus_Odyssella_thessalonicensis_L13_

Sagittula_stellata_E37_

Novosphingobium_nitrogenifigens_DSM_19370_

Caedibacter_caryophilus_221_ Polysphondylium_pallidum_mitochondrion_

Phaeobacter_gallaeciensis_210_

Dictyostelium_discoideum_mitochondrion_

Agrobacterium_H133_

Erythrobacter_NAP1_

Granulibacter_bethesdensis_CGDNIH1_

Cyanidioschyzon_merolae_mitochondrion_

Mariprofundus_ferrooxydans_PV1_

Rhodobacter_capsulatus_SB1003_

Gluconobacter_oxydans_621H_

Methylobacterium_chloromethanicum_CM4_

Hirschia_baltica_ATCC_49814_

Parvibaculum_lavamentivorans_DS1_

Paracoccus_denitrificans_PD1222_

Bartonella_tribocorum_CIP_105476_Bartonella_grahamii_as4aup_

Oligotropha_carboxidovorans_OM5_

Jannaschia_CCS1_

Wolbachia_of_Drosophila_melanogaster_

Bradyrhizobium_BTAi1_

Sphingobium_chlorophenolicum_L1_

Acanthamoeba_castellanii_mitochondrion_

Acetobacter_pasteurianus_IFO_328301_Acetobacter_tropicalis_NBRC_101654_

Rhodospirillum_rubrum_S1_ATCC_11170_

Caulobacter_K31_

Acidithiobacillus_ferrooxidans_ATCC_23270_

Nephroselmis_olivacea_mitochondrion_

Ehrlichia_chaffeensis_Arkansas_

Methylocella_silvestris_BL2_DSM_15510_

Fulvimarina_pelagi_HTCC2506_

Nitrobacter_winogradskyi_Nb255_

Sulfitobacter_NAS141_Sulfitobacter_GAI101_

Methylosinus_trichosporium_OB3b_

Thiobacillus_denitrificans_ATCC_25259_

Ketogulonicigenium_vulgare_Y25_

Chara_vulgaris_mitochondrion_

Phytophthora_infestans_mitochondrion_

Prototheca_wickerhamii_263-11_mitochondrion_

Wolbachia_of_Culex_quinquefasciatus_JHB_

Candidatus_Pelagibacter_HTCC7211_

Roseobacter_denitrificans_OCh_114_

Acetobacter_pomorum_DM001_

Ochromonas_danica_mitochondrion_

Arabidopsis_thaliana_mitochondrion_

Roseobacter_MED193_
Ruegeria_TM1040_

Sinorhizobium_meliloti_AK83_

Candidatus_Midichloria_mitochondrii_IricVA_

Citreicella_SE45_

Ruegeria_KLH11_

Bartonella_bacilliformis_KC583_
Ochrobactrum_intermedium_LMG_3301_

Mesorhizobium_loti_MAFF303099_

Roseobacter_SK20926_

Pelagibacteraceae_313_

Hoeflea_phototrophica_DFL43_

Rickettsia_typhi_Wilmington_

Rhizobium_etli_Brasil_5_

Methylobacterium_radiotolerans_JCM_2831_

Rhodobacterales_Y4I_

Dinoroseobacter_shibae_DFL12_DSM_16493_

Labrenzia_aggregata_IAM_12614_

Saprolegnia_ferax_strain_ATCC_36051_mitochondrion_

Bradyrhizobium_ORS278_

Pelagibacteraceae_HIMB59_

Hartmannella_vermiformis_mitochondrion_

Afipia_1NLS2_
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